Collaborative projects making use of the MDD — GAIN data

Hottenga, Willemsen, Zandbelt, Vink, Posthuma, de Moor, Ligthart, Sullivan, Heutink, Meijer,
Kluft, Smit, Nolen, Zitman, Smit, Hoogendijk, van Dyck, de Geus, Penninx, Boomsma

As part of GAIN we did a GWA of 435,291 SNPs for MDD
(Sullivan et al., in press). Continued phenotyplng in
serum and plasma samples made participation possible

in Icollaborative projects that focus on metabolic traits.
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